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Figure 1 



Vtoxf Is 1 to 3640 



CGGGGGGAGTGGGGAGGAGGGGGGTCGGCCGCCGCAGCCATGGAGGCC^ 

MEAN WTAFLFQAHEASH17 



90 



CACCAACAGC^GGCAGCGCAGAACAGCTTGCTCCCCCTCCTGAGTTCTGC^ 180 
HQQQAAQHSLLPLLSSAVEPPDQKPI.LPIP47 

ATTACTCAGAAACCTCAGGCTGCACGAGAAACATTAAAGGATGCCATTOG^ 270 
ITQKPQAAPETLKDAIOIKKEKPKTSFV fi X 77 



YCSK AFRDSYHLRRHOSCH TGIKLVSRAKK 107 

ACCCCCACCACGOTGGTTCCCCTTATCTCCACCATTGCTGGGGA<^GCA 
TPTTVVPLrSTIAGDSSRTSLVSTIAGILS 137 



360 



450 



ACAGTCACTACATCTTCCTCGGGCACCAACCCCAG<^GCAGCG 540 
TVTTS SSGTMPSSSASTTAMPVPQSVKKP8 167 

AAGCCTGTCAAGAAGAACCACGCCTGTGAGATGTGTGGGAAGGCCTTCCGGGATC 630 
KPVKKHHA C E MCQKAFRDV YHLNRHKLflH 3 197 

GACGAAAAGCCCTTTGAGTOTCCTATTTGTAATCAGCGCTTCAAGAGGA 720 
D E 1C P F E CPICNQRFKRKDRMTYH VRSH EGG 227 

ATCACCAAACCCTATACTTGCAGTGTTTGTGGGAA 810 
I T K P X T Q SVCGKGFSRPDglt gCHVKHVH S T 257 

GAAAGACCCTTCAAATGCCAAACGTGCACTGCTGCCTT^ 900 
E R P F K CQTCTAAFATKDR LRTgMV RH E G K V 287 

TCATGTAACATCIGTGGGAAGCTCTTGAGTGCAG 990 
S CWICGKI.LSAAYITSHI.KTg GQSQSXHCN317 

ACGTGCAAACAAGGCATCAGCAAAACGTGCATGAGTGAGGAGACCAG 1080 
TCKQGISKTCMSEETSNQKQQQQQQQQQQQ 347 

* *********** 

CAACAACAACAACATGTGACAAGCTGGCCAGGGAAGCAGGTAG 1170 
QQQQHVTSWPGKQVETIiRLWEEAVKARKKE 377 
* * * * 

GCTGCCAACCTGTGC<MACCTCC ACXXXTKX^ 1260 
AAHI.CQTSTAATTPVTLTTPFNITS S V & S G 407 

ACTATGTCAAACCCAGTCACAGTGGCAGCTGCAATGA 1350 
TMSNPVTVAAAMSMRSPVMVSSAVNITSPI. 437 



GCCATGACCTCACCTTTAACACTCACCACCCC^GTC^ 

A M T \& P ^ TLTTPVNL PTPVTAPVMI AH PVTI 467 



actcctatgacattagctgcccctctcaatatagcaatga^ 



Q A L P T S 



P w 



506 



GATTAAAGCAAAAAGCAGACTATGAAATTGGGAGGTTTTATTATGTTAGTTAATAA 

aaagtagggtatatotgtaacttatcjvctggaccactttagtttact 

gctggcaagacgaaatgccagaattaaaaccaatcataaaacccatttcaaaataaa 

acaacagaatcattttattgtaaacactagcagagttcttccct 

gagagctagtgtagcattgtctgtggttttgctcg^ 

tacctttgggaatatgttaatttcaggcagcattccctatgggaa 

tctaacttcaacatataatagggattgtgacctgatatttggaga 

otagttgactttttaaaaaaaaaaaaagaaaaaaaaaaaa 

ggtgkxtttcagaacccaggaagtggccaaggggcacaga 

TTTGCCTTAGGCCACAAAAAGAAGAAGGCTACCCCACT^ 

AGTGTTGGCAGCAGATGGTACTACTGAGCATGTCTACAGA^ 

GACCTTTGTGCAGCGTGTATACCAGCCTTACCTC^ 

TGGAGCAGCAATATGCGAGCCTCCATGTGGGAATGGAGGG^ 
CTTGCCAGACAGATGTTGATGAATGCAGTACAGGAGAGGC 
GATGGGAGGGACAAAGCCCATCTGCAGATGGGACCCCCTGCCTGTCT 
TGGACAGCATGGCGAGAGAGGAGGTGTACAGGCTGCAGGCTCGGGTTGATGTGCT 



AGTCCCACAAGAGACCACTCCACCCACAGAGAGCCT^ 
GGGCAGATTTGCAAGTTTACACCTTTTTTC 

TAGAGCAGTATCCAGATCCCTTGTAGCCAGAGTTCAGGGACGCTC 

TCTTAGGAGGTTCXrTAGGACTTGGGTATCGGGAGTGGGGTCTT^^ 

TGTCTCCATCTTTGTCATAATAAAGCTGAGACrrTGAAAAAAAAAA 



1440 



1530 



ACATCTCCAATGAACCTGCCCACTCCTATGACA 

V'S PMN L,P'T PMTLAAP L N I AMRPVE S M P FI» P 497 

CAAGCTTTGGCTACGTCACCGCCTTGGTAAACAGTATTATAAGTCAAAATTGGGTTAAAG 1620 
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Figure 2 



Human DB1 DNA and Protein Seqences: 

10 20 30 40 50 60 

AGCGGGGGGAGTGGGGAGGAGGGGGGTCGGCCGCCGCAGCCATGGAGGCCAACTGGACCG 

M E A N W T> 

70 80 90 100 110 120 

CGTTCCTGTTCCAGGCCCATGAAGCTTCCCATCACCAACAGCAGGCAGCACAGAACAGCT 
AFLFQAHEASHHQQQAAQN S> 

130 140 150 160 170 180 

TGCTGCCCCTCCTGAGCTCTGCCGTGGAGCCCCCTGATCAGAAACCATTGCTTCCAATAC 
LLPLLS SAVEPPDQKPLLP I> 

190 200 210 220 230 240 

CAATAACTCAGAAACCTCAGGGTGCACCAGAAACATTAAAGGATGCCATTGGGATTAAAA 
PITQKPQGAPETLKDAIGI K> 

250 260 270 280 290 300 

AAGAAAAACCCAAAACTTCATTTGTGTGCACTTACTGCAGTAAAGCTTTCAGGGACAGCT 
KEKPKTSFVCTYCSKAFRD S> 

310 320 330 340 350 360 

ATCACCTGAGGCGCCACGAATCCTGCCACACAGGGATCAAGTTGGTGTCCCGGCCAAAGA 
YHLRRHESCHTGIKLVSRP K> 

370 380 390 400 410 420 

AAACCCCCACCACGGTGGTTCCCCTTATCTCTACCATCGCTGGGGACAGCAGCCGAACTT 
KTPTTVVPLISTIAGDSSR T> 

430 440 450 460 470 480 

CGT.TGGTCTCGACCATTGCAGGCATCTTGTCAACAGTCACTACATCTTCCTCGGGCACCA 

-J-] V^'V&UAt) STIAGILSTVTTSSSGT> 

-490 500 510 520 530 540 

ACCCCAGTAGCAGTGCCAGCACCACAGCTATGCCAGTGACCCAGTCTGTCAAGAAACCCA 
NPSSSASTTAMPVTQSVKKP> 

550 560 570 580 590 600 

GTAAGCCTGTCAAGAAGAACCATGCTTGTGAGATGTGTGGGAAGGCCTTCCGAGATGTGT 
S KPVKKNHACEMCGKAFRD V> 

610 620 630 640 650 660 

ACCATCTCAATCGACACAAGCTCTCCCATTCAGATGAGAAACCCTTTGAGTGTCCTATTT 
YHLNRHKLSHSDEKPFECP I> 

670 680 690 700 710 720 

GTAATCAGCGCTTCAAGAGGAAGGACCGGATGACTTACCATGTGAGGTCTCATGAAGGAG 
CNQRFKRKDRMTYHVRSHE G> 

730 740 750 760 770 780 

GCATCACCAAACCCTATACTTGCAGTGTTTGTGGGAAAGGCTTCTCAAGGCCTGACCACT 
GITKPYTCSVCGKGFSRPD H> 
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Figure 2 (con't) 



790 800 810 820 830 840 

TAAGCTGTCATGTAAAACATGTCCATTCAACAGAAAGACCCTTCAAATGCCAAACGTGCA 
LSCHVKHVHSTERPFKCQTO 

850 860 870 880 890 900 

CTGCTGCCTTTGCCACCAAAGACAGACTGCGGACACACATGGTGCGCCATGAAGGCAAGG 
TAAFATKDRLRTHMVRHEG K> 

910 920 930 940 950 960 

TATCATGTAACATCTGTGGGAAGCTCCTGAGTGCAGCATACATCACCAGCCACTTAAAGA 
VSCNICGKLLSAAYITSHL K> 

970 980 990 1000 1010 1020 

CTCATGGGCAGAGCCAAAGTATCAACTGTAATACATGTAAACAAGGCATCAGTAAAACAT 
THGQSQSINCNTCKQGISK T> 

1030 1040 1050 1060 1070 1080 

GCATGAGTGAAGAGACCAGTAACCAAAAGCAGCAGCAGCAGCAGCAGCAGCAACAACAAC 
CMSEETSNQKQQQQQQQQQQ> 

1090 1100 1110 1120 1130 1140 

AACAACAACATGTGACAAGCTGGCCAGGGAAGCAAGTAGAAACACTCAGACTGTGGGAAG 
QQQHVTSWPGKQVETLRLW E> 

1150 1160 1170 1180 1190 1200 

AAGCTGTTAAAGCAAGGAAGAAAGAAGCTGCTAACCTGTGCCAAACCTCCACGGCTGCTA 
EAVKARKKEAANLCQT STA A> 

1210 1220 1230 1240 1250 1260 

CGACACCTGTGACTCTCACTACTCCATTCAGTATAACATCCTCTGTGTCGTCTGAGACTA 
^t^vT^'^V TLTTPFSITSSVSSET> 

'IS 70 1280 1290 1300 1310 1320 

TGTCAAACCCAGTCACAGTGGCAGCTGCAATGAGCATGAGAAGTCCAGTAAATGTTTCAA 
MSNPVTVAAAMSMRSPVNVS> 

1330 1340 1350 1360 1370 1380 

GTGCAGTTAACATAACCAGCCCAATGAACATAGGGCATCCTGTAACTATAACCAGTCCAT 
SAVNITSPMNIGHPVTITSP> 

1390 1400 1410 1420 1430 1440 

TATCCATGACCTCTCCTTTAACACTCACTACCCCAGTCAACCTCCCCACCCCCGTCACTG 
LSMTSPLTLTTPVNLPTPV T> 

1450 1460 1470 1480 1490 1500 

CCCCAGTGAATATAGCACACCCTGTCACCATCACATCTCCAATGAATCTACCCACACCTA 
APVNIAHPVTITSPMNLPTP> 

1510 1520 1530 1540 1550 1560 

TGACATTAGCCGCCCCTCTCAATATAGCAATGAGACCTGTAGAGAGCATGCCTTTCTTGC 
MTLAAPLNIAMRPVESMPF L> 
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Figure 2 (con't) 



1570 1580 1590 1600 1610 1620 

CCCAAGCTTTGCCTACATCACCGCCTTGGTAAACAGTATTATAAAATCAAAATATGGGTA 
PQALPTSPPW*> 

1630 1640 1650 1660 1670 1680 

AAAGTAAATATTTACCAGCAACTTAACTTTTAGTTGATTAAAGCAAAAAGTAAACCATGA 

1690 1700 1710 1720 1730 1740 

AATTGGGAGATTTTATTACATTAGTTAATAAGAGTGTGGTAGCATTTTTCTCCAATTTGG 

1750 1760 1770 1780 1790 1800 

CTGGGATTATTCAAAGTAGGGTGTGTATGTAACTTATCACTGGACCACTTTAGTTTAATC 

1810 . 1820 1830 1840 1850 1860 

AGAAATTCCTTTTAGCTGACAACATTGCTTAAACAGGATAGTAGTTGGCAAGATGAAATG 

1870 1880 1890 1900 1910 1920 

CCAGAATTAAAACCAATCATAAGTAGAACCCACTTCAAAATAAAAAAACAGCATTACTAT 

1930 1940 1950 1960 1970 1980 

TTCTAATCCCAAGGAATCACTTTATTGTAAACACTAGCAGAACTCTTCTCCCTATACAAG 

1990 2000 2010 2020 2030 2040 

GTGGATGGCTGATTTTAACCTGAAATTTTAAATCCACAGATTGAGAGCTAGTGTAGAATT 

2050 2060 2070 2080 2090 2100 

GTCTGTGTTTATTGTTTTTATGAGTAAATACATGCATTGTCATAATAAAATGCATTTCAG 

2110 2120 2130 2140 2150 2160 

AG^TATGCAT.TTTACCTTTGGGAATATGTTAATTTCAGGCAGCATTCCCTATGGGAAAG 

eiU- r/iv 2iy0 2180 2190 2200 2210 2220 

GTGATAdCAGCTCTGATATGCAAAGCATATGATAATTTATCATTCTAACTTCAACGTATA 

2230 2240 2250 2260 2270 2280 

ATAGGGATTGTGACCTGATATTTGGAGATGTAAATATTGCTCAGCATATTAATCCCGATG 

2290 2300 
GAATATAGCATTGTAGTTGACTTTTT 
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Figure 3 
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D. Selection of ES cell clones with 
differential AP expression in vitro 



E. Aggregation chimeras 
Transfer into pseudo- 
pregnant foster females 



F. AP expression in 

day-8.5 to 9.5 embryos 
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Figure 15 



A: Jackson BSS Chromosome 2 
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B: Jackson BSS Chromosome 2 
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Figure 16 

Restriction Enzyme Map of a 20 kb Genomic DNA of the Vezfl Gene 
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Figure 17 

Vezfl EXPRESSION VECTORS 
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